Scalable Logit Gaussian Process Classification
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Abstract
We propose an efficient stochastic variational approach to Gaussian Process (GP)
classification building on Pólya-Gamma data augmentation and inducing points,
which is based on closed-form updates of natural gradients. We evaluate the
algorithm on real-world datasets containing up to 11 million data points and
demonstrate that it is up to two orders of magnitude faster than the state-of-the-art
while being competitive in terms of prediction performance.
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Introduction

In GP classification, naive inference typically scales cubic in the number of data points, and exact
computation of posterior and marginal likelihood is intractable. Nevertheless, the combination of socalled sparse Gaussian process techniques with approximate inference methods, such as expectation
propagation (EP) or the variational approach, have enabled GP classification for datasets containing
millions of data points [1, 2, 3].
While these results are already impressive, we will show in this paper that a speedup of up to two
orders magnitudes can be achieved. Our approach is based on replacing the ordinary (stochastic)
gradients for optimizing the variational objective function by more efficient natural gradients, which
recently have been successfully used in a variety of variational inference problems [e.g., 4, 5].
Our main contributions are as follows:
• We present a fast Gaussian process classification model using a logit link function. Our
approach relies on Pólya-Gamma data augmentation and inducing points for Gaussian
process inference.
• We derive an efficient inference algorithm based on stochastic variational inference and
natural gradients [6]. All natural gradient updates are given in closed-form and do not
rely on numerical quadrature methods or sampling approaches. Natural gradients have the
advantage that they provide effective second-order optimization updates [6].
• In our experiments, we demonstrate that our approach drastically improves speed up to two
orders of magnitude while being competitive in terms of prediction performance. We apply
our method to massive real-world datasets up to 11 million points and demonstrate superior
scalability.

2

Model

The logit GP Classification model is defined as follows. Let X = (x1 , . . . , xn ) ∈ Rd×n be the
d-dimensional training points with labels y = (y1 , . . . , yn ) ∈ {−1, 1}n . The likelihood of the labels
is
n
Y
p(y|f , X) =
σ(yi f (xi )),
(1)
i=1
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where σ(z) = (1 + exp(−z))−1 is the logit link function and f is the latent decision function. We
place a GP prior over f and obtain the joint distribution of the labels and the latent GP
p(y, f |X) = p(y|f , X)p(f |X),

(2)

where p(f |X) = N (f |0, Knn ) and Knn denotes the kernel matrix evaluated at the training points
X. For the sake of clarity we omit the conditioning on X in the following.
Pólya-Gamma data augmentation We augment the logit GP classification model by PólyaGamma random variabels which are defined as follows. The random variable ωp
∼ PG(b, 0), b > 0
is defined by the moment generating function EPG(ω| b,0) [exp(−ωt)] = (coshb ( t/2))−1 .The general PG(b, c) class which is derived by an exponential tilting of the PG(b, 0) density is given by
2
PG(ω| b, c) ∝ exp(− c2 ω)PG(ω| b, 0).
We write the non-conjugate logistic likelihood function (1) in terms of Pólya-Gamma variables


Z
exp( 21 zi )
1
zi
zi2
−1
σ(zi ) = (1 + exp(−zi )) =
=
exp
−
ω
p(ωi )dωi ,
(3)
i
2 cosh( z2i )
2
2
2
where p(ωi ) = PG(ωi |1, 0). For more details consult [7]. Using this identity and substituting
zi = yi f (xi ) we augment the joint density (2) with Pólya-Gamma variables


1
1 >
p(y, ω, f ) = p(y|f , ω)p(f )p(ω) ∝ exp
y f − f > Ωf p(f )p(ω),
(4)
2
2
where Ω = diag(ω) is the diagonal matrix of the Pólya-Gamma variables {ωi }.
Sparse Gaussian process Inference in GP models typically has the computational complexity
O(n3 ). We aim to obtain a scalable approximation of our model and focus on inducing point methods
[8]. We follow a similar approach as in [1] and reduce the complexity to O(m3 ), where m is number
of inducing points.
We augment the latent GP f with m additional input-output pairs (Z1 , u1 ), . . . , (Zm , um ), termed as
inducing inputs and inducing variables. The function values of the GP f and the inducing variables
u = (u1 , . . . , um ) are connected via


−1
e , p(u) = N (u|0, Kmm ) ,
p(f |u) = N f |Knm Kmm
u, K
(5)
where Kmm is the kernel matrix resulting from evaluating the kernel function between all inducing
e =
inputs, Knm is the cross-kernel matrix between inducing inputs and training points and K
−1
Knn − Knm Kmm
Kmn . Including the inducing points in our model gives the augmented joint
distribution
p(y, ω, f , u) = p(y|ω, f )p(ω)p(f |u)p(u).
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(6)

Inference

We aim to approximate the posterior of the inducing points p(u|y) and apply the methodology
of variational inference to the marginal joint distribution p(y, ω, u) = p(y|ω, u)p(ω)p(u). We
construct a variational lower bound on the evidence
log p(y) ≤ Eq(u,ω) [log p(y|u, ω)] − KL (q(u, ω)||p(u, ω))
≤ Ep(f |u)q(u)q(ω) [log p(y|ω, f )] − KL (q(u, ω)||p(u, ω))
=: L,

(7)

where the first inequality is the usual evidence lower bound (ELBO) in variational inference and in
the second line we apply Jensen’s inequality.
We follow a structured mean-field approach [9] and consider a variational distribution of the form
q(u, ω) = q(u)q(ω) with q(ωi ) = PG(ωi |1, ci ) and q(u) = N (u|µ, Σ) and employ stochastic
variational inference (SVI) [6] to optimize the variational bound (7) using stochastic optimization.
2

Figure 1: Average median of the negative test log-likelihood and average test prediction error as a
function of training time (seconds in a log10 scale) on the datasets Electricity (45,312 points), Cod
RNA (343,564 points) and Higgs (11 million points).
Since we have the variational objective in closed-form we are able to compute the natural gradients
in closed-form as well. Using the natural gradient over the standard Euclidean gradient is favorable
since natural gradients are invariant to reparameterization of the variational family [10, 11] and
provide effective second-order optimization updates [12, 6].
This is in contrast to the model of [1] where the global updates cannot be computed in a closedform and one relies on less efficient Euclidean gradient updates that are computed using numerical
quadrature methods.
Closed-form updates Our algorithm alternates between updates of the local variational parameters
c = (c1 , . . . , cn ) and global parameters µ and Σ. In each iteration we update the parameters based
on a mini-batch of the data S ⊂ {1, ..., n} of size s = |S|.
We update the local parameters cS in the mini-batch S by employing coordinate ascent
q
e ii + κi Σκ> + µ> κ> κi µ,
ci = K
i
i

(8)

−1
where κi = Kim Kmm
and i ∈ S.

We update the global parameters based on stochastic estimates of the natural gradients of the global
parameters. We use the natural parameterization of the variational Gaussian distribution, i.e the
parameters η 1 := Σ−1 µ and η2 = − 12 Σ−1 . The natural gradients w.r.t. natural parameters of the
variational Gaussian distribution based on the mini-batch S are given by
e η LS = n κ>
∇
y − η1
1
2s S S
(9)


n >
−1
e η LS = − 1 Kmm
∇
+
κ
Θ
κ
−
η
,
S
S
2
2
2
s S
ci
1
where Θ = diag(θ) and θi = 4ci tanh 2 .
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Experiments

To compare our method X-GPC (extremely fast Gaussian process classification) against the state-ofthe-art SVGPC [1], we use the highly optimized implementation of SVGPC provided in the package
3

GPflow1 [13], which builds on TensorFlow [14]. Both methods are applied to real-world datasets
containing up to 11 million datapoints.
We train both methods using a minibatch size of 100 points and 100 inducing points. The initial inducing points
are chosen using the k-means clustering
algorithm as done in [15] and are the
same for both methods. In all experiments a squared exponential covariance
function with a common length scale
parameter for each dimension, an amplitude parameter and an additive noise
parameter is used. The kernel hyperparameters are initialized to the same
values. All algorithms are run on a single CPU.
We experiment on 11 datasets from the
OpenML website and the UCI repository ranging from 768 to 11 million
points and report the average prediction
error, the negative test log-likelihood
(NLL) and the run time along with one
standard deviation.
Numerical
comparison X-GPC
slightly improves prediction performance while being one to two orders of
magnitude faster than SVPGC. More,
precisely we obtain speed ups ranging
from a factor 10.8 on Shuttle to a factor
506 on Diabetes.

Dataset

n/d

aXa

36974
123

Bank
Market.

45211
43

Click
Predict.

399482
12

Cod RNA

343564
8

Cov Type

581012
54

Diabetis

768
8

Electricity

45312
8

German

1000
20

Higgs

11M
22

Shuttle

58000
9

SUSY

5M
18

Error
NLL
Time
Error
NLL
Time
Error
NLL
Time
Error
NLL
Time
Error
NLL
Time
Error
NLL
Time
Error
NLL
Time
Error
NLL
Time
Error
NLL
Time
Error
NLL
Time
Error
NLL
Time

X-GPC
0.17 ± 0.07
0.16 ± 0.10
8.7 ± 0.9
0.11 ± 0.09
0.10 ± 0.10
7.4 ± 1.8
0.17 ± 0.00
0.17 ± 0.01
35 ± 2.7
0.04 ± 0.00
0.02 ± 0.00
134 ± 15
0.32 ± 0.06
0.53 ± 0.06
29 ± 9.66
0.23 ± 0.07
0.31 ± 0.12
0.8 ± 0.1
0.25 ± 0.07
0.29 ± 0.05
4.6 ± 1.2
0.25 ± 0.13
0.40 ± 0.19
1.03 ± 0.2
0.36 ± 0.00
0.05 ± 0.01
14.1 ± 5.7
0.02 ± 0.00
0.01 ± 0.00
139 ± 6.6
0.20 ± 0.01
0.21 ± 0.01
523 ± 25

SVGPC
0.17 ± 0.07
0.18 ± 0.12
571 ± 2.2
0.11 ± 0.09
0.10 ± 0.09
609 ± 2.7
0.17 ± 0.00
0.24 ± 0.01
1256 ± 191
0.05 ± 0.00
0.01 ± 0.00
3002 ± 122
0.32 ± 0.05
0.54 ± 0.07
1004 ± 51
0.23 ± 0.07
0.33 ± 0.11
405 ± 59
0.25 ± 0.06
0.34 ± 0.05
888 ± 1.9
0.25 ± 0.13
0.39 ± 0.18
319 ± 15
0.35 ± 0.00
0.03 ± 0.02
1019 ± 5.9
0.03 ± 0.00
0.00 ± 0.00
1501 ± 92
0.21 ± 0.01
0.27 ± 0.01
10366 ± 360

Performance as a function of time
Since X-GPC and SVGPC are based on
Table 1: Average test prediction error, negative test logan optimization scheme there is a tradelikelihood (NLL) and time in seconds along with one stanoff between the run time of the algodard deviation.
rithm and the prediction performance.
We profile each method and monitor
the negative test log-likelihood and prediction error on a hold-out test set as function of time. As a benchmark, we fit a linear model and use
the logistic regression implementation in scikit-learn [16], which is based on LIBLINEAR [17].
The results are displayed in figure 1. X-GPC is already very close to the optimum after a few iterations
due to its efficient natural gradient updates. The test log-likelihood and the prediction error of X-GPC
converge around one to two orders of magnitude faster than SVGPC.
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Conclusions

We proposed an efficient Gaussian process classification method that builds on Pólya-Gamma data
augmentation and inducing points. The experimental evaluations shows that our method is up to two
orders of magnitude faster than the state-of-the-art approach while being competitive in terms of
prediction performance. Speed improvements are due to the data augmentation approach that enables
efficient second order optimization.
1

We use GPflow version 0.4.0.
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